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<12 0> TYPE ALPHA PLATELET DERIVED GROWTH 
FACTOR RECEPTOR 

<130> 14014. 0279US 

<140> 08/439,095 
<141> 1995-05-11 

<150> 07/915,884 
<151> 1992-07-20 

<150> 07/308,282 
<151> 1989-02-09 

<160> 2 

<170> FastSEQ for Windows Version 4.0 

<21'0> 1 
<211> 1089 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : /note = 
Synthetic Construct 



<400> 1 
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Glu 
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Glu 
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Gly 
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65 
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Val 


Thr 
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Leu 
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Ser 
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His 


Thr 


Gly 
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Glu 


Leu 
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He 
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He 
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Phe 
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Val 
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Arg 
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Ala 
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Lys Ala Thr Ser Glu Leu. Asp Leu Glu Met Glu Ala Leu Lys Thr Val 

210 215 220 

Tyr Lys Ser Gly Glu Thr lie Val Val Thr Cys Ala Val Phe Asn Asn 
225 230 235 240 

Glu Val Val Asp Leu Gin Trp Thr Tyr Pro Gly Glu Val Lys Gly Lys 

245 250 255 

Gly lie Thr Met Leu Glu Glu lie Lys Val Pro Ser lie Lys Leu Val 

260 265 270 

Tyr Thr Leu Thr Val Pro Glu Ala Thr Val Lys Asp Ser Gly Asp Tyr 

275 280 285 

Glu Cys Ala Ala Arg Gin Ala Thr Arg Glu Val Lys Glu Met Lys Lys 

290 295 300 

Val Thr He Ser Val His Glu Lys Gly Phe He Glu He Lys Pro Thr 
305 310 315 320 

Phe Ser Gin Leu Glu Ala Val Asn Leu His Glu Val Lys His Phe Val 

325 330 335 

Val Glu Val Arg Ala Tyr Pro Pro Pro Arg lie Ser Trp Leu Lys Asn 

340 345 350 

Asn Leu Thr Leu He Glu Asn Leu Thr Glu He Thr Thr Asp Val Glu 

355 360 365 

Lys He Gin Glu He Arg Tyr Arg Ser Lys Leu Lys Leu He Arg Ala 

370 375 380 

Lys Glu Glu Asp Ser Gly His Tyr Thr He Val Ala Gin Asn Glu Asp 
385 390 395 400 

Ala Val Lys Ser Tyr Thr Phe Glu Leu Leu Thr Gin Val Pro Ser Ser 

405 410 415 

He Leu Asp Leu Val Asp Asp His His Gly Ser Thr Gly Gly Gin Thr 

420 425 430 

Val Arg Cys Thr Ala Glu Gly Thr Pro Leu Pro Asp He Glu Trp Met 

435 440 445 

He Cys Lys Asp He Lys Lys Cys Asn Asn Glu Thr Ser Trp Thr He 

450 455 460 

Leu Ala Asn Asn Val Ser Asn He He Thr Glu He His Ser Arg Asp 
465 470 475 480 

Arg Ser Thr Val Glu Gly Arg Val Thr Phe Ala Lys Val Glu Glu Thr 

485 490 495 

He Ala Val Arg Cys Leu Ala Lys Asn Leu Leu Gly Ala Glu Asn Arg 

500 505 510 

Glu Leu Lys Leu Val Ala Pro Thr Leu Arg Ser Glu Leu Thr Val Ala 

515 520 525 

Ala Ala Val Leu Val Leu Leu Val He Val He He Ser Leu He Val 

530 535 540 

Leu Val Val He Trp Lys Gin Lys Pro Arg Tyr Glu He Arg Trp Arg 
545 550 555 560 

Val He Glu Ser He Ser Pro Asp Gly His Glu Tyr He Tyr Val Asp 

565 570 575 

Pro Met Gin Leu Pro Tyr Asp Ser Arg Trp Glu Phe Pro Arg Asp Gly 

580 585 590 

Leu Val Leu Gly Arg Val Leu Gly Ser Gly Ala Phe Gly Lys Val Val 

595 600 605 

Glu Gly Thr Ala Tyr Gly Leu Ser Arg Ser Gin Pro Val Met Lys Val 

610 615 620 

Ala Val Lys Met Leu Lys Pro Thr Ala Arg Ser Ser Glu Lys Gin Ala 
625 630 635 640 

Leu Met Ser Glu Leu Lys He Met Thr His Leu Gly Pro His Leu Asn 

645 650 655 

He Val Asn Leu Leu Gly Ala Cys Thr Lys Ser Gly Pro He Tyr He 

660 665 670 

He Thr Glu Tyr Cys Phe Tyr Gly Asp Leu Val Asn Tyr Leu His Lys 
675 680 685 
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Asn 


Arg 
690 


Asp 


Ser 


Phe 


Leu 


Ser 
695 


His 


His 


Pro 


Glu 


Lys 
700 


Pro 


Lys 


Lys 


Glu 


Leu 


Asp 


He 


Phe 


Gly 


Leu 


Asn 


Pro 


Ala 


Asp 


Glu 


Ser 


Thr 


Arg 


Ser 


Tyr 


705 








710 










715 










720 


Val 


He 


Leu 


Ser 


Phe 
725 


Glu 


Asn 


Asn 


Gly 


Asp 
730 


Tyr 


Met 


Asp 


Met 


Lys 
735 


Gin 


Ala 


Asp 


Thr 


Thr 


Gin 


Tyr 


Val 


Pro 


Met 


Leu 


Glu 


Arg 


Lys 


Glu 


Val 


Ser 






740 










745 










750 






Lys 


Tyr 


Ser 


Asp 


He 


Gin 


Arg 


Ser 


Leu 


Tyr 


Asp 


Arg 


Pro 


Ala 


Ser 


Tyr 




755 










760 










765 








Lys 


Lys 
770 


Lys 


Ser 


Met 


Leu 


Asp 
775 


Ser 


Glu 


Val 


Lys 


Asn 
780 


Leu 


Leu 


Ser 


Asp 


Asp 


Asn 


Ser 


Glu 


Gly 


Leu 


Thr 


Leu 


Leu 


Asp 


Leu 


Leu 


Ser 


Phe 


Thr 


Tyr 


785 










790 










795 










800 


Gin 


Val 


Ala 


Arg 


Gly 
805 


Met 


Glu 


Phe 


Leu 


Ala 
810 


Ser 


Lys 


Asn 


Cys 


Val 
815 


His 


Arg 


Asp 


Leu 


Ala 


Ala 


Arg 


Asn 


Val 


Leu 


Leu 


Ala 


Gin 


Gly 


Lys 


He 


Val 




820 










825 










830 






Lys 


lie 


Cys 


Asp 


Phe 


Gly 


Leu 


Ala 


Arg 


Asp 


He 


Met 


His 


Asp 


Ser 


Asn 




835 










840 










845 








Tyr 


Val 


Ser 


Lys 


Gly 


Ser 


Thr 


Phe 


Leu 


Pro 


Val 


Lys 


Trp 


Met 


Ala 


Pro 


850 










855 










860 










Glu 


Ser 


He 


Phe 


Asp 


Asn 


Leu 


Tyr 


Thr 


Thr 


Leu 


Ser 


Asp 


Val 


Trp 


Ser 


865 










870 










875 










880 


Tyr 


Gly 


He 


Leu 


Leu 


Trp 


Glu 


He 


Phe 


Ser 


Leu 


Gly 


Gly 


Thr 


Pro 


Tyr 






885 










890 










895 




Pro 


Gly 


Met 


Met 
900 


Val 


Asp 


Ser 


Thr 


Phe 
905 


Tyr 


Asn 


Lys 


He 


Lys 
910 


Ser 


Gly 


Tyr 


Arg 


Met 


Ala 


Lys 


Pro 


Asp 


His 


Ala 


Thr 


Ser 


Glu 


Val 


Tyr 


Glu 


He 


915 










920 










925 








Met 


Val 
930 


Lys 


Cys 


Trp 


Asn 


Ser 
935 


Glu 


Pro 


Glu 


Lys 


Arg 
940 


Pro 


Ser 


Phe 


Tyr 


His 


Leu 


Ser 


Glu 


He 


Val 


Glu 


Asn 


Leu 


Leu 


Pro 


Gly 


Gin 


Tyr 


Lys 


Lys 


945 










950 










955 










960 


Ser 


Tyr 


Glu 


Lys 


He 


His 


Leu 


Asp 


Phe 


Leu 


Lys 


Ser 


Asp 


His 


Pro 


Ala 








965 










970 










975 




Val 


Ala 


Arg 


Met 
980 


Arg 


Val 


Asp 


Ser 


Asp 
985 


Asn 


Ala 


Tyr 


He 


Gly 
990 


Val 


Thr 


Tyr 


Lys 


Asn 


Glu 


Glu 


Asp 


Lys 


Leu 


Lys 


Asp 


Trp 


Glu 


Gly 


Gly 


Leu 


Asp 




995 










1000 








1005 






Glu 


Gin 


Arg 


Leu 


Ser 


Ala 


Asp 


Ser 


Gly 


Tyr 


He 


He 


Pro 


Leu 


Pro 


Asp 




1010 








1015 








1020 








He 


Asp 


Pro 


Val 


Pro 


Glu 


Glu 


Glu 


Asp 


Leu 


Gly 


Lys 


Arg 


Asn 


Arg 


His 


1025 








1030 








1035 








104i 


Ser 


Ser 


Gin 


Thr 


Ser 


Glu 


Glu 


Ser 


Ala 


He 


Glu 


Thr 


Gly 


Ser 


Ser 


Ser 










1045 








1050 








1055 


Ser 


Thr 


Phe 


He 


Lys 


Arg 


Glu 


Asp 


Glu 


Thr 


He 


Glu 


Asp 


He 


Asp 


Met 








1060 








1065 








1070 




Met 


Asp 


Asp 


He 


Gly 


He 


Asp 


Ser 


Ser 


Asp 


Leu 


Val 


Glu 


Asp 


Ser 


Phe 






1075 








1080 








1085 







Leu 
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<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence : /note = 
Synthetic Construct 
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<400> 2 

ccattactgt tggagctaca gggagagaaa caggaggaga atgcaagaga tcatttggga 6 0 

aggccgtggg cacgctcttt actccatgtg tgggacattc attgcggaat aacatcggag 120 

gagaagtttc ccagagctat ggggacttcc catccggcgt tcctggtctt aggctgtctt 180 

ctcacagggc tgagcctaat cctctgccag ctttcattac cctctatcct tccaaatgaa 240 

aatgaaaagg ttgtgcagct gaattcatcc ttttctctga gatgctttgg ggagagtgaa 300 

gtgagctggc agtaccccat gtctgaagaa gagagctccg atgtggaaat cagaaatgaa 360 

gaaaacaaca gcggcctttt tgtgacggtc ttggaagtga gcagtgcctc ggcggcccac 42 0 

acagggttgt acacttgcta ttacaaccac actcagacag aagagaatga gcttgaaggc 480 

aggcacattt acatctatgt gccagaccca gatgtagcct ttgtacctct aggaatgacg 54 0 

gattatttag tcatcgtgga ggatgatgat tctgccatta taccttgtcg cacaactgat 600 

cccgagactc ctgtaacctt acacaacagt gagggggtgg tacctgcctc ctacgacagc 660 

agacagggct ttaatgggac cttcactgta gggccctata tctgtgaggc caccgtcaaa 72 0 

ggaaagaagt tccagaccat cccatttaat gtttatgctt taaaagcaac atcagagctg 780 

gatctagaaa tggaagctct taaaaccgtg tataagtcag gggaaacgat tgtggtcacc 840 

tgtgctgttt ttaacaatga ggtggttgac cttcaatgga cttaccctgg agaagtgaaa 900 

ggcaaaggca tcacaatgct ggaagaaatc aaagtcccat ccatcaaatt ggtgtacact 960 

ttgacggtcc ccgaggccac ggtgaaagac agtggagatt acgaatgtgc tgcccgccag 1020 

* gctaccaggg aggtcaaaga aatgaagaaa gtcactattt ctgtccatga gaaaggtttc 1080 

attgaaatca aacccacctt cagccagttg gaagctgtca acctgcatga agtcaaacat 1140 

tttgttgtag aggtgcgggc ctacccacct cccaggatat cctggctgaa aaacaatctg 1200 

actctgattg aaaatctcac tgagatcacc actgatgtgg aaaagattca ggaaataagg 1260 

tatcgaagca aattaaagct gatccgtgct aaggaagaag acagtggcca ttatactatt 1320 

gtagctcaaa atgaagatgc tgtgaagagc tatacttttg aactgttaac tcaagttcct 1380 

tcatccattc tggacttggt cgatgatcac catggctcaa ctgggggaca gacggtgagg 1440 

tgcacagctg aaggcacgcc gcttcctgat attgagtgga tgatatgcaa agatattaag 1500 

aaatgtaata atgaaacttc ctggactatt ttggccaaca atgtctcaaa catcatcacg 1560 

gagatccact cccgagacag gagtaccgtg gagggccgtg tgactttcgc caaagtggag 1620 

gagaccatcg ccgtgcgatg cctggctaag aatctccttg gagctgagaa ccgagagctg 1680 

aagctggtgg ctcccaccct gcgttctgaa ctcacggtgg ctgctgcagt cctggtgctg 1740 

ttggtgattg tgatcatctc acttattgtc ctggttgtca tttggaaaca gaaaccgagg 1800 

tatgaaattc gctggagggt cattgaatca atcagcccgg atggacatga atatatttat 1860 

gtggacccga tgcagctgcc ttatgactca agatgggagt ttccaagaga tggactagtg 1920 

cttggtcggg tcttggggtc tggagcgttt gggaaggtgg ttgaaggaac agcctatgga 1980 

ttaagccggt cccaacctgt catgaaagtt gcagtgaaga tgctaaaacc cacggccaga 2040 

tccagtgaaa aacaagctct catgtctgaa ctgaagataa tgactcacct ggggccacat 2100 

ttgaacattg taaacttgct gggagcctgc accaagtcag gccccattta catcatcaca 2160 

gagtattgct tctatggaga tttggtcaac tatttgcata agaataggga tagcttcctg 2220 

agccaccacc cagagaagcc aaagaaagag ctggatatct ttggattgaa ccctgctgat 2280 

gaaagcacac ggagctatgt tattttatct tttgaaaaca atggtgacta catggacatg 2340 

aagcaggctg atactacaca gtatgtcccc atgctagaaa ggaaagaggt ttctaaatat 2400 

tccgacatcc agagatcact ctatgatcgt ccagcctcat ataagaagaa atctatgtta 2460 

gactcagaag tcaaaaacct cctttcagat gataactcag aaggccttac tttattggat 2520 

ttgttgagct tcacctatca agttgcccga ggaatggagt ttttggcttc aaaaaattgt 2580 

gtccaccgtg atctggctgc tcgcaacgtc ctcctggcac aaggaaaaat tgtgaagatc 2640 

tgtgactttg gcctggccag agacatcatg catgattcga actatgtgtc gaaaggcagt 2700 

acctttctgc ccgtgaagtg gatggctcct gagagcatct ttgacaacct ctacaccaca 2760 

ctgagtgatg tctggtctta tggcattctg ctctgggaga tcttttccct tggtggcacc 2820 

ccttaccccg gcatgatggt ggattctact ttctacaata agatcaagag tgggtaccgg 2880 

atggccaagc ctgaccacgc taccagtgaa gtctacgaga tcatggtgaa atgctggaac 2940 

agtgagccgg agaagagacc ctccttttac cacctgagtg agattgtgga gaatctgctg 3000 

cctggacaat ataaaaagag ttatgaaaaa attcacctgg acttcctgaa gagtgaccat 3060 

cctgctgtgg cacgcatgcg tgtggactca gacaatgcat acattggtgt cacctacaaa 3120 

aacgaggaag acaagctgaa ggactgggag ggtggtctgg atgagcagag actgagcgct 3180 

gacagtggct acatcattcc tctgcctgac attgaccctg tccctgagga ggaggacctg 3240 

ggcaagagga acagacacag ctcgcagacc tctgaagaga gtgccattga gacgggttcc 3300 

agcagttcca ccttcatcaa gagagaggac gagaccattg aagacatcga catgatggac 3360 

gacatcggca tagactcttc agacctggtg gaagacagct tcctgtaact ggcggattcg 3420 

aggggttcct tccacttctg gggccacctc tggatcccgt tcagaaaacc actttattgc 3480 

aatgcggagg ttgagaggag gacttggttg atgtttaaag agaagttccc agccaagggc 354 0 
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ctcggggagc gttctaaata tgaatgaatg ggatattttg aaatgaactt tgtcagtgtt 3600 

gcctctcgca atgcctcagt agcatctcag tggtgtgtga agtttggaga tagatggata 3660 

agggaataat aggccacaga aggtgaactt tgtgcttcaa ggacattggt gagagtccaa 3720 

cagacacaat ttatactgcg acagaacttc agcattgtaa ttatgtaaat aactctaacc 3780 

aaggctgtgt ttagattgta ttaactatct tctttggact tctgaagaga ccactcaatc 3840 

catccatgta cttccctctt gaaacctgat gtcagctgct gttgaacttt ttaaagaagt 3900 

gcatgaaaaa ccatttttga accttaaaag gtactggtac tatagcattt tgctatcttt 3960 

tttagtgtta aagagataaa gaataataat taaccaacct tgtttaatag atttgggtca 4020 

tttagaagcc tgacaactca ttttcatatt gtaatctatg tttataatac tactactgtt 4080 

atcagtaatg ctaaatgtgt aataatgtaa catgatttcc ctccagagaa agcacaattt 4140 

aaaacaatcc ttactaagta ggtgatgagt ttgacagttt ttgacattta tattaaataa 4200 

catgtttctc tataaagtat ggtaatagct ttagtgaatt aaatttagtt gagcatagag 4260 

aacaaagtaa aagtagtgtt gtccaggaag tcagaatttt taactgtact gaataggttc 4320 

cccaatccat cgtattaaaa aacaattaac tgccctctga aataatggga ttagaaacaa 4380 

acaaaactct taagtcctaa aagttctcaa tgtagaggca taaacctgtg ctgaacataa 4440 

cttctcatgt atattaccca atggaaaata taatgatcag caaaaagact ggatttgcag 4500 

aagttttttt tttttttctt catgcctgat gaaagctttg gcaaccccaa tatatgtatt 4560 

ttttgaatct atgaacctga aaagggtcag aaggatgccc agacatcagc ctccttcttt 4620 

caccccttac cccaaagaga aagagtttga aactcgagac cataaagata ttctttagtg 4680 

• gaggctggat gtgcattagc ctggatcctc agttctcaaa tgtgtgtggc agccaggatg 4740 

actagatcct gggtttccat ccttgagatt ctgaagtatg aagtctgagg gaaaccagag 4800 

tctgtatttt tctaaactcc ctggctgttc tgatcggcca gttttcggaa acactgactt 4860 

* ag'gtttcagg aagttgccat gggaaacaaa taatttgaac tttggaacag ggttggaatt 4920 

caaccacgca ggaagcctac tatttaaatc cttggcttca ggttagtgac atttaatgcc 4980 

atctagctag caattgcgac cttaatttaa ctttccagtc ttagctgagg ctgagaaagc 5040 

taaagtttgg ttttgacagg ttttccaaaa gtaaagatgc tacttcccac tgtatggggg 5100 

agattgaact ttccccgtct cccgtcttct gcctcccact ccataccccg ccaaggaaag 5160 

gcatgtacaa aaattatgca attcagtgtt ccaagtctct gtgtaaccag ctcagtgttt 5220 

tggtggaaaa aacattttaa gttttactga taatttgagg ttagatggga ggatgaattg 5280 

tcacatctat ccacactgtc aaacaggttg gtgtgggttc attggcattc tttgcaatac 5340 

tgcttaattg ctgataccat atgaatgaaa catgggctgt gattactgca atcactgtgc 5400 

tatcggcaga tgatgctttg gaagatgcag aagcaataat aaagtacttg actacctact 5460 

ggtgtaatct caatgcaagc cccaactttc ttatccaact ttttcatagt aagtgcgaag 5520 

actgagccag attggccaat taaaaacgaa aacctgacta ggttctgtag agccaattag 5580 

acttgaaata cgtttgtgtt tctagaatca cagctcaagc attctgttta tcgctcactc 5640 

tcccttgtac agccttattt tgttggtgct ttgcattttg atattgctgt gagccttgca 5700 

tgacatcatg aggccggatg aaacttctca gtccagcagt ttccagtcct aacaaatgct 5760 

cccacctgaa tttgtatatg actgcatttg tgggtgtgtg tgtgttttca gcaaattcca 5820 

gatttgtttc cttttggcct cctgcaaagt ctccagaaga aaatttgcca atctttccta 5880 

ctttctattt ttatgatgac aatcaaagcc ggcctgagaa acactatttg tgacttttta 5940 

aacgattagt gatgtcctta aaatgtggtc tgccaatctg tacaaaatgg tcctattttt 6000 

gtgaagaggg acataagata aaatgatgtt atacatcaat atgtatatat gtatttctat 6060 

atagacttgg agaatactgc caaaacattt atgacaagct gtatcactgc cttcgtttat 6120 

atttttttaa ctgtgataat ccccacaggc acattaactg ttgcactttt gaatgtccaa 6180 

aatttatatt ttagaaataa taaaaagaaa gatacttaca tgttcccaaa acaatggtgt 624 0 

ggtgaatgtg tgagaaaaac taacttgata gggtctacca atacaaaatg tattacgaat 6300 

gcccctgttc atgtttttgt tttaaaacgt gtaaatgaag atctttatat ttcaataaat 6360 

gatatataat ttaaagttaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaa 6413 
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